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““Translation

CAU AUG GAU UAC AUG GUC

The synthesis goes on until a is read
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TBV' frameshift site - c ;liﬁion with' Frameshiifias

CCGAGC GAAA

—AGGCUCG . f—AGGCUCG_-D
(c : G

Uu G
G C
AU
C—-G
G A
A—U
U—A
G—C
G—C
G—C
G—C

onooor»Ccr»oconO

(c]
.
C
(]
A
U
(c}
(c]
(c}
(c]

GGGUAC GGG UAC UUGC

i slation with Trameshif i

UCCGAGC GAAA

(_AGGCUC_GD f—AGGCUCGj
G (c]
ey [loa el

u
(c}
A
C
(c]
A
U
(c}
(c]
(c}
(c}

oo0nNoO>»CrOoCcOn
on0nN0OPCPOCOO

)
(]
(c]
(]
(]

(=
c
)
0
c
[
)
0

GGG UAC GGG UAC




anslation with frameshifte.

i slation with frameshifta

G slation with Trameshifias

ic slation with Trameshifiiae




Biological or
Model random sequences

- Fol_ding Orpheo

Folded
sequences

“Mutant

L Voting
- sequences

Folded and

=1 T sorted sequences
in vivo validations
New FS

sites

RNAediT

OCUS 0Nl a specific area:
— Geometric zoom (cubic area)
— Structural zoom (pseudoknot, stem-loop, etc.)

Biological or
random sequences

k Fol_ding Orpheo

Folded
sequences

~ Mutant
—sequences

Voting

Folded and
= lidati sorted sequences
New FS in vivo validations

sites

RNAediT

IB25E pairs (bonds)
= Break or create bonds (force a new folding)




RNAedi‘r

S GINionmat; bracket format
Sopesiiiciormat (Orpheo)

Utput
—Base sequence (mutation)
— bonds information (manually forced or break)

RNAediT

Nmplementation

> Paorielo]liny
— LzipleftizlefE (CH+
2Efaphic engine: OpenGL
U GLUI (based on GLUT)
Works on main platforms
— Unix / Linux
— MacOS X
— Windows

RNAedi’r

> Feed eI pPregram
ommitted changes submitted to programs to:

= Number of G-C pairs in each stem

s Tightly' coupled (linked) to folding algorithms
— Orpheo, Vienna RNA, etc.




